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Association between drift rate for positive and negative words and 
recall for self-referential words of each valence on the self-referent 
encoding task. 
Left:	the	lack	of	relationship	for	positive	
adjectives	between	5-HTTLPR and	drift	
rate.	Points	in	both	graphs	are	jittered	to	
demonstrate	the	spread	of	data.	
Right:	S′-carriers	of	the	5-HTTLPR 	
polymorphism	(on	the	right)	show	a	
less-negative	drift	rate,	indicating	more	
difficulty	categorizing	negative	words	as	
not	self-referential.	
6.	Voss,	A.,	&	Voss,	J.	(2007).	Fast-dm:	A	free	program	for	efficient	diffusion	model	analysis.	
Behavior Research Methods,	39(4),	767–775.
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•	Sample	was	free	of	psychopathology	to	focus	on	the	genetic	
linkage	to	cognitive	bias,	but	this	study	should	be	replicated	in	a	
depressed	sample.
•	These	results	reinforce	previous	associations	between	the	
5-HTTLPR	polymorphism	and	negative	cognitive	bias.	Those	who	
had	vulnerable	copies	of	the	polymorphism	showed	a	negative,	
but	not	positive,	bias.
•	It	is	likely	that	other	genes	also	play	a	role	in	biased	cognitive	
processing,	rather	than	just	the	5-HTTLPR	alone.	Genome-wide	
or	cumulative	genetic	approaches	may	be	useful	for	future	
research.
•	This	sample	is	relatively	small	for	a	candidate	gene	approach.	
As	such,	we	are	currently	replicating	this	study.	
•	The	diffusion	modeling	approach	is	useful	for	operationalizing	
cognitive	schemas.	Precise	measurements	of	cognitive	
phenomena	are	vital	in	order	to	find	generalizable	and	
reproducible	results.
•	We	believe	taking	a	comprehensive	approach	to	understanding	
depression	vulnerability	by	measuring	processes	across	levels	of	
analysis	will	foster	the	development	of	comprehensive	models	
of	depression	vulnerability	and	may	ultimately	help	us	to	better	
understand	the	etiology	of	depression.
